
 

TABLE S1. Oligonucleotide sequences used in this study 

Primer Sequence Target genes 
GES forward: 5’- GAGCTCTTCCATCTCAAGGGATCACC -3’ blaGES-1 and blaGES-6 
 reverse: 5’- GGATCCAGACGGGCGTCAACTATTTG -3’  
Chr:ICEPae690L forward: 5’- TGGACGCCATGGAGATCCTT -3’ Chromosomal:ICEPae690 Right part  
 reverse: 5’- GTCAGATCAGAGAGCGCCAT -3’  
Chr:ICEPae690R forward: 5’- GCGTGGATGATGAGTTCGAG -3’ Chromosomal:ICEPae690 Left part 
 reverse: 5’- CAACGTCAAGGTGATCGGTG -3’  
traI forward: 5’- TGGCGATCAATGCCCGAATC -3’ Integrating conjugative element relaxase 
 reverse: 5’- GCCCGTCATTAGGACACCTC -3’  
oprD forward: 5’- GGCACTGTGATGGCAGAGAT -3’ OprD porin 
 reverse: 5’- TTTTCGTTGCCTGTCGGTCG -3’  
ampD forward: 5’- ATACCTTTCCTCGACGCATG -3’ N-acetyl-anhydromuramyl-L-alanine amidase 
 reverse: 5’- GAGAACTTCTCCAGCGCAAG -3’  
ampDh3 forward: 5’- GGCTTTCCATCATCCGCAAA -3’ Protein AmpDh3 
 reverse: 5’- AGTCATGGCAAGTCCTCCAT -3’  

__: Underline text corresponds to restriction sites. GAGCTC à SacI and GGATCC à BamHI. 

 


